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1. Maniwamycin £ & FEBETF (mwm) 9 528 — EKASTA £ 5 FBIET (azx) , valanimycin & BETF (vim) 9 S A5 —

mwm starl slop diraction azx vim  Putalive funclion
M025-423 497081 498550 + Coh translerase
MO25-424 428603 499157 + carbexymuconolactone decarboxylase family pratein

MO25-325 499258 500736
MO25-326 500736 501722

SRO_1819  vimK VimK-like protein
SRO_1821 vimd  diacylglycarol kinase

MO25-427 502359 503438 SRO_1848 falty acid desalurase

M025-428 503542 504851 SRO_1848 MFS transparter

M025-329 505043 505189 SRO_1843 hypothatical protein

MO25-330 505245 506222 SRO_1850 wvimA hypothetical protein

MD25-3431 506393 508000 SRO_18H aldehyde dehydrogenase
MO25-332 508032 509168 5SRO 1832 wvimH oxidoreductase

MO25-333 508209 510438 SRO_1833 acatylornithine aminotransferase
MO25-434 510508 5100329 SRO_1834 cyclase

MO25-435 511016 511543
MO25-436 511543 512109
MO25-437 512202 513113

SRO_1835 vimQ  VimO-like protein
SRO 1836 wvimR NADPH - flavin cxidoreductass
SRO 1837 vImB FAD/FMN-containing dehydragenases

M025-338 513143 514126 SRO_1838 3-oxoacyl-ACP synthase
MO25-339 514175 514402 SRO_1839 Acyl carrier protein
MO25-340 514402 515622 SRO_1840 3-oxoacyl-AGP synthase
MO25-341 515674 516845 SRO_1843 vimL serina-tANA ligasa
MO25-442 517184 517345 15110 family ransposase
MOZ25-443 517341 517625 hypothetical protein
MO25-444 B17735 518079 hypothetical protein

I+ 1+ + ++ + A FFFF D+

MO25-445 518480 519715 Putative amino acid parmease

mwm; maniwamycin biosynthatic ganas
axx; KASTA biosynihelic ganes
viny; valanimycin biosynthelic genes
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