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Figure 1. (A) Chemical structure of lankacidin C (LC) and lankamycin (LM) isolated from Streptomyces rochei 7434AN4.
(B) Gene organization of a linear plasmid pSLA2-L
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Figure 2. (A) The biosynthetic gene cluster for the signaling molecules SRB1 and SRB2 on pSLA2-L.
(B} Structure of SRE1 and SRB2 isolated frem S. rochei.
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