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Plasmid Insert size (kb) Genes (Putative functions)
pEcol.9 1.9 Cgl0807 (Siderophore-interacting protein)
pBam2.1 2.1 Cgl1101 ( Membrane protein)
Cgl1102 (Ferredoxin)
pBam2.1d 0.54 Cgl1102 (Ferredoxin)
pEco3.2 3.2 Cgl2859 (Membrane protein)
Cgl2861 (Glycosyltransferase)
pEcol.1 1.1 Cgl0600 (RNA polymerase 24 subunit)
pBam1.8 1.8 Cgl1427 (Cytidylate kinase)
pBam3.2 3.2 Cgl2857 (Membrane protein)
Cgl2858 (Acyltransferase)
pSal2.5 2.5 Cgl2857 (Membrane protein)
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