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Table 1. The plasmids used in this study.

Name Promoter Target cDNA for expression
pNE enoA none

pNE-AM1 enoA wild-type f-msdS
pNE-AM1-C443F enoA C443F f-msdS

pNANS&142 No.8142 none

pNAN-AM1 No.8142 wild-type f-msdS

pNAN-AM1-C443F No.8142 C443F f-msdS




