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Table 1. Comparison of Primary Amino Acid Sequences Deduced from ORF 1 to 6.

Homology
Predicted Amino acid ;
ORF :
function identity Protein Source Accession
No.
(%)
1 Nitrate red_uctase 66 NasC Klebsiella L27431
(small subunit) oxytoca
2 Nitrite reductase 89 NasB Klebsiella L06800
oxytoca
3 Nitrate rec_juctase 79 NasA Klebsiella L06800
(large subunit) oxytoca
4 Nitrate/Nitrite 93 NarL Salm_onel_la AE008778
response regulator typhimurium
5 Nltrate/Nltrl_te 80 NarX Salmonel_la AEQ08778
sensor protein typhimurium
6 Nltrlt_e extrusion a NarK Salmonel_la AE008778
protein typhimurium
NH4+ NO3 64 mM
D- D- D-
Table 2 L- D-



Table 2. Effects of carbon sources on the removal of NO; and NH," from 0.2% (w/v) (25 mM)

NH4NO; medium under aerobic conditions.

Remaining (mM, after 60 h cultivation)

Carbon source Growth (ODgg)

NO; NO, NH,*
D-Glucose 0 0 0 13
Lactose 0 0 0 11
L-Arabinose 155 15 0.65 9.1
D-Mannose 0 0 0 13
Maltose 0.4 0 0 13
D-Galactose 16.8 1.0 4.25 8.7
D-Fructose 0 0 0 11
Sodium acetate 18 3.0 23 0.2
DL-Malic acid 7.5 1.4 0 3.1
Disodium 20 15 3.0 43
Succinate
6 ORF
ORF
NH," NO;
pH pH
OD560:10 -6-
TCA D- D- D-
D_
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